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Supplementary Figure 1 (a,b) Determination of cell viability by MTT assay following treatment with Sng (2 uM) for 0-48 h. Data presented as the mean = SD from
three independent experiments. ns: not significant, *** p <0.001 compared with the Sng-treated group at 0 h; one-way ANOVA followed by Tukey analysis. (¢)
Microscopic images of cSCC cells showing morphological abnormalities induced by Sng (2 uM) at different time-points (magnification 10X). (d) The distribution of
live (indicated by green fluorescence) and dead (indicated by red fluorescence) A388 and A431 cells following Sng treatment (2 uM) at different time-points. (e,f)
Western blot showing cleaved caspase-8, caspase-3, and p-H2A X539 protein levels in A388 and A431 cells exposed to 2 uM Sng at different time-points

A388

Ad31



]

Positive cell

[
»

p A d
oc s 90¢ 2vee o 2500 25007 5 e
i {
2006 4 2006 4 2004 200 4 — 200k 4 20061 00
S { { E
_g .m.: nox-: 1ee e O 5 | s e 190¢
gl 5 2 g
g 100e 100¢ 4 1900 100K < = 5 | e 100 100¢ %
| 1 w
) : <) =
yox Yo soe e a ok 4 e oe
1 1
0 ‘-omo---v—oﬁ—v—o-ﬂ—-: 0 W 0 o 0 o ¢
P w ' w 3 ' '
Alexa flour-tagged PARP Alexa flour-tagged PARP
c d
A
100 9 100 4 100 1 100 1 2 ST 100 100 100
004 804 0 50 %0 0= %04 %0
Mitosox- MitoSoxe MitoSen- MaoSoxe MioSox Mitosex+ P . MITOSOX+ MITOSO! MITOSOX+ Nl"&?l- MITOSOX+ MITOSOX~ MITOSOX+
wd #2 Ll wd "4 101 w0d 1 27 098 984 ] 754 ‘ 162 338 97.0
= |+ | 1| e | 4 = “
Lg) 404 40 4 40 g 404
204 204 204 o 204
0 0 0 0.
5
0 10 ' 10 0 10 ' 10 o 0 et et 0 100 ' w0f 0 TS UM
»
MITOSOX Red fluorescence MITOSOX Red fluorescence
e f
00 $00 004 1004
00 w04
GSH- GSM+ CSH- GSH+ GSH- + GSH- S+ 1504
- W8 12z %3 - 04 108 "3 - 3009 24 n2 - 1004 328 " - - - -
£ € € £ § 5 < € oo+
; ; i : u u § - ;
2004 2004 1001 100
100 w3
o 0.l 0] 0. 0. 0
o 10’ 10 w 0 1w’ ' w 0 w 0 10 0 w w0 €0 e W 0w w oo 1 w 20 10 T ' 20 e 1w T T
A~ A - A= A= BV510-A = GSH-TTV BV510-A z GSH-TTV BV510-A = GSH-TTV BV510-A = GSH-TTV
BV510-A = GSH BV510-A = GSH BV510-A = GSH BV510-A = GSH

Supplementary Figure 2 Histograms depicting Sng-induced changes in PARP expression, mitochondrial ROS production, and GSH levels in cSCC cells.
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Supplementary Figure 3 Histograms depicting changes in ROS production, cell cycle distribution, A¥m, caspase-3 activity, and DNA damage in A388 cells
pretreated with z-VAD-FMK.
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Supplementary Figure 4 Histograms depicting changes in ROS production, cell cycle distribution, AYm, and GSH levels in A388 cells pre-treated
with NAC
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Supplementary Figure 5 (a,b) Determination of A388 cell viability by trypan blue assay following p38 inhibitor SB203580 or ERK1/2 inhibitor U0126
pretreatment for 2 h. Data presented as the mean + SD from three independent experiments. ns: not significant, *** p < 0.001 compared with the Sng-treated
group; one-way ANOVA followed by Tukey analysis. (¢,d) Western blot showing CC8, PARP, and p-H2AXSer139 protein levels in A388 cells exposed to 2 h
pretreatment with SB203580 or U0126



